Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.050; wR factor = 0.164; data-to-parameter ratio = 17.2.
Related literature
For the biological and pharmacological activity of 2-pyrazoline derivatives, see: Hatheway et al. (1978) ; Lombardino & Ottemes (1981) ; Parmar et al. (1974) ; Rathish et al. (2009); Subbaramaiah et al. (2002) . For the synthesis and crystal structure of alkoxy group-bearing 2-pyrazoline derivatives, see: Abbas et al. (2010) ; Bai et al. (2009) ; Lu et al. (2008) ; Fahrni et al. (2003) ; Jian et al. (2008) . 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.975, T max = 0.983 7199 measured reflections 3448 independent reflections 2584 reflections with I > 2(I) R int = 0.026 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.164 S = 1.08 3448 reflections 201 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg3 are the centroids of the N1,N2,C8-C10 and C11-C16 rings, respectively. Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: publCIF (Westrip, 2010) . (Hatheway et al., 1978) , immunosuppressive (Lombardino et al.,1981) , psychoanaleptic (Parmar et al., 1974) , anti-inflammation (Rathish et al., 2009) , and anticancer (Subbaramaiah et al., 2002) .
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In continuation of previous structural studies of alkoxy group bearing pyrazoline derivatives (Abbas et al., 2010) , the title compound was synthesized and its crystal structure is reported on herein.
The molecular structure of the title compound is shown in Fig. 1 . All the bond lengths and bond angles are similar to those observed in similar structures (Fahrni et al., 2003; Bai et al., 2009; Lu et al., 2008) . In the pyrazolinyl ring, the C8-N2 and C10=N1 bond lengths, 1.483 (2) and 1.2860 (18) Å, respectively, are comparable with those in similar structures [C-N 1.482 (2)-1.515 (9) A°, C=N 1.291 (2)-1.300 (10) A°]. The N1-N2 bond length of 1.3867 (16) Å is slightly longer than that found in a similar structure [N-N 1.373 (2)-1.380 (8) A°] (Jian et al., 2008) . The plane containing the pyrazoline moiety is inclined to the adjacent phenyl ring (C16-C21) by 6.49 (9)\%, while the 4-methoxy substituted phenyl ring (C2-C7) is inclined to the pyrazoline moiety by 82.99 (9) °.
In the crystal adjacent molecules are linked by a C-H···O interaction forming chains propagating in [100] . There are also C-H···π interactions involving adjacent molecules and those related by an inversion center; see Table 1 for details.
Experimental
To a mixture of (E)-3-(4-(methoxy)phenyl)-1-phenylprop-2-en-1-one (2.94 g, 10 mmol) and hydrazine hydrate (1.0 g, 20 mmol) in acetic acid (25 ml), were added two drops of concentrated hydrochloric acid. The mixture was refluxed for 5 h. The precipitated solids were filtered, dried and recrystallized from ethanol. The crystals, suitable for X-ray diffraction analysis, were obtained from a mixture of ethyl acetate and dichloromethane (v:v / 1:1) by slow evaporation.
Refinement
The H-atoms were placed at calculated positions and were treated as riding: C-H = 0.93, 0.96, 0.97 and 0.98 Å for CH(aromatic), methylene, methyl and methine H-atoms, respectively, with U iso (H) = k × U eq (C), where k = 1.5 for methyl H-atoms and 1.2 for all other H-atoms. Fig. 1 . A view of the molecular structure of the title molecule, showing the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level.
Figures
Hall symbol: -P 1 Mo Kα radiation, λ = 0.71073 Å a = 6.2762 (9) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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